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Application of Transcriptomics in the Studies of Medicinal Plants
Wu Qiong, Sun Chao, Chen Shilin, Luo Hongmei, Li Ying, Sun Yongzhen, Niu Yunyun
(' Institute of Medicinal Plant Development, Peking Union Medical College & Chinese Academy of
Medical Sciences, Beijing 100193, China)

Abstract: Transcriptomics study concerning medicinal plants has become the most active area in medicinal plant
genome research. Here we report the application status of transcriptomics in medicinal plants based on emergence,
development and methodology of transcriptomics. We focus on the technical means used in transcriptomics and high-
light the progress in the functional genomics in Panax quinquefolius, Salvia miltiorrhiza, Glycyrrhiza uralensis. Fi-
nally we discuss the developmental trend of transcriptomics in medicinal plants.

Keywords: Medicinal plant, Transcriptomics, Functional genomics, 454 GS FLX, EST
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