2012 * Vol.14 No.1

x
[] o 712046
712000
712000
712046
doi: 10.3969/j.issn.1674-3849.2012.01.021
Ulcerative colitis UC . . . N 6
Inflammatory bowel disease, o UC
IBD 5~12/10
UC UC “ ”
(-2 uc .
-y ue . UC
uC
o ucC 3 , uC
uC o Swidsinski!®  UC
[5] N
2011-10-24 N ’
2012-02-13
* 81173156

E-mail liuyan791@163.com,

1252 [World Science and Technology/Modernizaiion of Traditional Chinese Medicine and Materia Medica)



171

UuC N
o ucC
1000 10% ~
20% 18]
o UC
Pl Watanabe K"  Rowan FEM!
Sulfate -reducing bacteria SRB uc
Wang M 16S rRNA PCR
ucC
- Bamias G IL-10 HLAB27
ucC o
uC o Duchmann™*-!
uC o Obermeier!'
DSS CpGs
CpGs
UuC
ucC o
T
T
[17]
. UC

[18]

[19]

0 UC

ucC

[20~21]

TOH 2 N
[22~23] 6 T
N [24]
5 [25]
- DNA
o ucC
uC o

Teh European
Molecular Brology Laboratory, EMBL
Metagenomics of the Human

Intestinal Tract, MetaHIT

[26]

uc uc

uc

(World Science and Technology/Modernizaiion of Traditional Chinese Medicine and Materia Medica) 1253



2012 * Vol.14 No.1

10

11

12

13

HUC

Russel MG. Changes in the incidence of inflammatory bowel disease
what does it mean?. Eur J Intern Med, 2000,(11):191~196.

Jiang XL, Cui HF. An analysis of 10218 ulcerative colitis cases in
China. World ] Gastroenterol, 2002,(8):158~161.

Podolsky DK.Inflammatory bowel disease. N Engl J Med, 2002,347(6)
1417~429.

2008 13(8):508~510.

2005 13(2):133~136.
Swidsinski A, Ladhoff A, Pernthaler A, et al. Mucosal flora in in—
flammatory bowel disease. Gastroenterology, 2002,12(1):44~54.

2003,15(3):151~155.
Junjie Qin, Ruiqiangli, Jeroen Raes, et al. A human gut microbial
gene catalogue established by metagenomic
2010,464(4):59~65.
Seksik P, Rigottier—Gois L—Gramet G, et al. Alterations of the domi—

sequencing. Nature,

nant faecal bacterial groups in patients with Crohn’s disease of the
colon. Gut, 2003,2(2):237~242.

Watanabe K, Mikamo H, Tanaka K. Clinical significance of sulfate—
reducing bacteria for ulcerative colitis. Nippon Rinsho, 2007,65 (7):
1337~1346.

Rowan FE, Docherty NG, Coffey JC, O’Connell PR.Sulphate—reducing
bacteria and hydrogen sulphide in the aetiology of ulcerative colitis.
Br J Surg, 2009,96(2):151~158.

Wang M, Molin G, Ahmé S, Adawi D, Jeppsson B. High proportions
of proin— flammatory bacteria on the colonic mucosa in a young pa—
tient with ulcerative colitis as revealed by cloning and sequencing of
16S rRNA genes. Dig Dis Sci, 2007,52(3):620~627.

Bamias G, Nyce MR, De La Rue SA, Cominelli F.New concepts in

14

15

16

18

19

20

21

22

23

24

25

26

the pathophysiology of inflammatory bowel disease. Ann Intern Med,
2005,143(12):895~904.

Duchmann R, Schmitt E, Knolle P, Meyer zum Biischenfelde KH,
Neurath M.Tolerance towards resident intestinal flora in mice is abro—
gated in experimental colitis and restored by treatment with inter—
leukin—10 or antibodies to interleukin—12. Eur J Immunol, 1996,26
(4):934~938.

Duchmann R, Kaiser I Hem nn E Mavet W EweK Mever zum
Buschenfelde KH. Tolerance existstowards resident intestinal flora but
is broken inactive inflammatory bowel disease (IBD). Clin Exp Im—
munol,1995,(102):448~455.

Obermeier F Dunger N Strauch UG Hofmann C Bleich A Grunwald
N Hedrich HT  Aschenbrenner E  Schlegelberger B R09ler G
SchOImerich J Falk W.CpG motifs of bacterial DNA essentiallv con—
tribute to the perpemation of chronic intestinal inflammation. Gas—

troenterology, 2005,(129):913~927.

2006 (14):645~649.
1995 (7):43~48.
2003 (11):1~3.
CD44 .CD62p
CD54 2009 22(5):10~12.
TLR2
2009 32(7):462~464.
. T
2008 25(12):1803~1805.
2008 30(7):958~959.
T . 2008 26 (12):2533~
2536.
2010.
Manimozhiyan Arumugam, Jeroen Raes,Eric Pelletier, et al. Enterotypes

of the human gut microbiome. Nature, 2011,473(12):174~180.

Research and Thinking about Relationship between TCM Syndrome of Ulcerative Colitis

and Intestinal Microflora

Liu Li’, Zhang Huan’, Du Xiaoquan®, Wu Xiaokang®, Yang Xiaohang’,

(1. Department of Chinese Medical College, Shanxi University of Chinese Medicine, Xianyang 712046, China;
2. Department of Medical, The Second Affiliated Hospital of Shanxi University of Chinese Medicine,
Xianyang, 712000, China;

3. Department of Gatroenterology, Affiliated Hospital of Shanxt University of Chinese Medicine,

1254 [World Science and Technology/Modernizaiion of Traditional Chinese Medicine and Materia Medica)



Xianyang, 712000, China;
4. Department of medical technology, Shanxi University of Chinese Mediccen, Xianyang, 712000, China)

Abstract: In this paper, the relationship between ulcerative colitis(UC) and intestinal microflora was discussed as
the starting point. And then the relation between syndrome of traditional Chinese medicine (TCM) of UC and
intestinal microflora was explored. This article finally provides evidences for the confirmation of theoretical
assumption of "syndrome differentiation of UC correlated with the intestinal microflora."
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