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Review on Identification Technology of Active Clusters in Traditional Chinese Medicine
Zhang Yanling, Wang Yun, Qiao Yanjiang
(Research Center of TCM—information Engineering, Beijing University of Chinese Medicine,
Beijing 100102, China)

Abstract: This study was aimed to reveal the multi—component and multi—target mechanism of traditional Chinese
medicine (TCM). The ldentification Technology of Active Clusters of TCM (ITAC-TCM) was proposed with the in-
tegration of theory, technology and result of biology, chemistry, informatics and other modern science. Under the
guidance of the TCM theory and clinical effect, ITAC-TCM can efficiently and quickly identify active compounds
that can act on the same targets. This paper reviewed the study background and common technologies which in-
clude affinity chromatography, biochip technology and informatics. The succeeding research is also prospected.
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