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A Study on Yinchenhao Decoction for "Different Diseases with the Same Treatment" Underlying Network
Pharmacology
Cai Feifei, Li Xiaoyan, Dong Shu, Wei Bin, Ji Qing, Chen Qilong, Su Shibing
(Research Center for Traditional Chinese Medicine Complexity System, Shanghai University of Traditional Chinese
Medicine, Shanghai 201203, China)

Abstract: This study aimed to predict active compounds in Chinese herbal medicine (CHM), effective targets
and potential diseases of Yinchenhao decoction (YCHD) by network pharmacology, and clarify the molecular
mechanism behind YCHD’ s effects on the different diseases with damp—-heat syndrome (DHS). CHM compounds,
targets and related diseases using YCHD were gleaned from several database, such as TCMSP, TCM Database@
Taiwan and DrugBank. The CHM compounds—targets—diseases network was constructed and visualized, and the

network topology was analyzed by Cytoscape software. Biological processes and KEGG pathways enrichment
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analysis were performed on DAVID website. As a result, 272 chemical compounds from Radix Angelicae
Sinensis, Fructus Gardeniae and Herba Artemisiae Scopariae and 33 active CHM compounds were identified
with oral bioavailability (OB) = 30% and drug-likeness (DL) = 0.18, corresponding to 216 target proteins and
308 diseases, among which 81 disease were greater than the average node degree. The top 3 biological processes
were responsible to organic substances, and the regulation of cell proliferation and apoptosis. The top 3 KEGG
pathways were those in cancer, prostate cancer and pancreatic cancer. In conclusion, this article took a overall
understanding of YCHD based on its network pharmacology, which was beneficial to figuring out the composition—
activity relationship, revealing the mechanism of YCHD in treating DHS for different diseases, and discovering
new potential clinical indications of YCHD.

Keywords: Yinchenhao decoction, damp—heat syndrome, different diseases with the same treatment, network

pharmacology, Chinese herbal compounds—targets—diseases
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