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Theory and Practice of Treating Disease by Targeting Gut Microbiota
Ding Jiamin'?, Zhang Jing'"’, Xiao Mingming"’, Chai Xin"’, Yang Jing"’, Wang Yuefei'”
(1. Tianjin State Key Laboratory of Modern Chinese Medicine, Tianjin University of Traditional Chinese
Medicine, Tianjin 300193, China; 2. Research and Development Center of Traditional Chinese Medicine,
Tianjin International Joint Academy of Biotechnology and Medicine, Tianjin 300457, China)

Abstract: The human intestine is closely associated with the digestion, nutrition and physiological function of the body.
It keeps dynamic balance in the exchange of material, energy and information between human and gut microbiota. The
core theory of gut microbiota could find its corresponding parts in the theory of traditional Chinese medicine (TCM), such
as “holism concept” and “yin—yang balance” theory. Formula, which contains complex constituents, is one important
form in clinic use. Gut microbiota plays an important role in treating disease by formula. Constituents of formula and its
metabolites absorbed into the blood play an important role in the clinical treatment. Meanwhile, unabsorbed compounds
of TCM formula in intestines perform therapeutic effects through modulating gut microbiota. Therefore, this review raised
the concept of “transitional compounds in intestine” and opinion of “targeting gut microbiota to remedy the disease”, and
reviewed recent researches on “to remedy the disease from gut microbiota” and reports on treatment of disease by drug
intervention via taking gut microbiota as a target.

Keywords: Chinese medicine formula, gut microbiota, transitional compounds in intestine, targeting gut microbiota to

remedy the disease

(FTAE% 4.7k #,0EFF .2 &)

162 ( World Science and Technology/Modernization of Traditional Chinese Medicine and Materia Medica )



