ERERFERA-PEPUT * XXXX

AT 4422 RaRA ] FF
& 7T 7E @ 7 6 1 A AU

WS, A, A, Bt AEE
(L J7PEPRBEZA RS 700 M7 5302005 2. ) PUrp B2y mam B Epe, ) PE B9 530011)

i E:R6 HRARAHERZHZERRAACNFT 77 ACmOERIE . 7%  H A TCMSP £
VB i i b RS 11 5 o5 vk 25 BT A AL 3 %, A DrugBank 24 3% B = PharmMapper IR 4 58 38 240 52 %,
S HEATAE R 3o B TR ; 18 1T GeneGards A= CTD 03 & % ik 1 5 B S Jm 48 & de.8. 1 & i A8 % 32,8 5 1L o4 3o
BHEAT AT AT B 4R S b A A David £ & 4 AT T B R4 Fe AR AR B 34T GO 447 A= KEGG 447, A
IGEMDOCK #k B iE ¥e A7 Ak B 5 7B MR o 0 45 A8 M, 4R 213 B 150N ERR S, A B 176 485, 5
TS AR E I B 220, MG M 4R A AR Y BT — 8 R AW A R L2 69 EFIE S H Bk,
Wt A2 5 A M F A2 LR | B IT IE] T A 22 T0RAR S 20 FLZEL AR, s AR AL BB S M R B B R BRI
W T AL AT FOXO 45 5 2 3@ % ErbB 13 5 i@ %% HIF-113 5 i@ % fe AMPK 15 5 i@ -5 i 54 & 4%
B RCIRAER . it AMRANRAABEFE@M TR TT A 57875 AsmgtERuE, 2ol 5
T ACTRHER S SRE S REFRHE AT —FRANRIES LI T RATFO 0 sh o BT 09 B4,

XER: Aty FollFs Auhi
doi: 10.11842/wst.20181230001

PTAE2R Tl U ( coronary heart disease, CHD ) B
AR B ARG, P P O A R & 2017 (HE
T YR FRELC AR B IR AR O IS8 AL,
FEATS T Il P IR PR AR . SV B, b L i A R R
FETHATAL T B TH B B, 50O i A R A8 2.9
¢, Feh s A 1100 05 o Je Ui 2 48 SR Sl Kok A
B A T B0 LBk L L SRS S R A0 E L R TP B
AR IR LR T AR, BRI T O
N AR RERR LT Z AR, TR R AR 2 A A I
PRI IEIR Z AR

sl U 115 5 o2 1 35 44 v R Il R 58 59 -1 Bt S 2B

I AS B #1:2019-08-02
4% B #1:2019-10-03

SFE A%
FE > £S5, R285.1

AR AR IR RS A

QIR J7 thPE2S /AT IS LR R, BAT
LA B DAk i PR 22 167 e 0 0 B0, R
(NESE LR ST PRI | e AT i (1A N 3G 3 AN
i BB BRI R RE AL 384 e F L O A (FE G T
5 14 2 LA E T R 2 4T3 45 B T B AR 2 SO 5 Y
EASYAR bR b ARG T B WA BE AT IR A
RO 15 J7 X5 o TR AR IR

W IO 245 245 Lo [ 2 BEARE | 2R G0 24 B S A
AR 5 R X S B O P R G YIS R T
WL, 2% 25 B2 0 DR S8 B A JEE R0 14 )2 T
X EE BT T RGRER R AT — L — 24 A

* FHRBFELER A KA F LA B (81660766) : 5 T & Ak Mg i — & & JF LA 3 09 F 0 18 Bk A 20 3045 77 40 R RS Lk o 53 52 745
WA GFFR; RTTA AR B R AR FEALE R AR AF AR B (81360535) : & il BH 3% 7 i F 78 80 £ F @ ey At
A2 F miRNA A REH R i A AT, B A AH$ A48 LA B (2016GXNSFAA380296) : F s il bk A 2345 7 T TRk o -3 2 4

S LA R X AR B R AL F AT 5§ A AR AR

* ok BHAEE L AFHE, S BYEHRFHR G AL A, ERIR S A AN EEFETESTT P LA,
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A BIF TR 2 S 19 R 46 0 22 410y ", &R
Ge 2y Py R N R GRS B WFSE 25 S AL AR AT
Lo FCAHR AN RIPLA 09— B %22 B B 1 (M
2 A B B E A RRCE BT 25 iR R
i e AL AL , 57 25 W)X T AL A 4 FHAAROUE (23
T A KT ) B0 R W (L B E AR KT ) Y
A5 7K ) AR L OCTR f9 ~7 [m)™, FER e R A B
A5 TR R 2GR AU AR IE I 16 B SR AR A &, 25
SRR R FE 3R AL 130 B T T IS T RO .
LIMAE N PR S IR IR I SRR 2 0 SAZ I iR 7 il
SR BOBILTR] , SE i A 100 % 24 PR~ 12 T+ 2 ROk AR i
SR 22 4 SAZ B O A AL L, SR a5 TR 9 A Ao
SEHG T IR, SR 4 R 5 R 45 2 LA S A 25 2R —
2, UL 4 25 e HoAT — @ I ERR P . IR A IS
MM ARG B 057 1% RO 556077 70 Y
YERIBL , LU 9 RATE R SE L 15 716077 e O Y
SRS YT AR PS5 R S e

1 HiEESHRH

TCMSP %4 £ (http://lsp.nwu.edu.cn/) , DrugBank
B % (https://www. drugbank. ca/) , PharmMapper %% §&
& (https://www. ncbi. nlm. nih. gov/pmec/articles/PMC
2896160/) , CTD %4 % (http://ctdbase. org/) , GeneGards
Y % (https://www. genecards. org/) , string 5 4 J¢
(https://string—db.org/) , David 6.8 752k 3 1 2% 14 (https:
/ldavid.nciferf.gov/list.jsp) , Cytoscape 3.6.1 44, IGEM—
DOCK 2.1, Uniprot £ %2 (https://www.uniprot.org/) o

2 FHiE

2.1 &S 15 7 A 20E A S 4 o ik ik
rh2h R G 25 P24 5 —TCMSP(Traditional Chinese
Medicines Systems Pharmacology Platform)J& /™l & T
by 2GR E Ty 0 48 HE A TR A I 2415 B Y
Hh 24 2R G 24 LA B o R AT B B AR AOR T
AT 500 B 87 Hp [ 2 S bl 1Y A2 A T
11 31 000 F 4k 2 WL 73 TCMSP 44 £ 1) vh 2 £k 2 43 7
PR i, ANE A N R IR 2L B it i
XA T BHERE S, b i %
SR i AR TCMSP B 1%, LA i
'R R OB > 30% 251 DL > 0.18 Ay fifi it 2
XL 15 T7 TR PE 2 AT ZLAE B AT 25

e AT AL S, T HOFRAE N mol2 4% =X
22 A EALE e e B T

W 2.1 07 8 Ok B9 A RS W, R DrugBank £
318 2 F1 PharmMapper it 55 #i %) 3 $6 4 R4k 57 o3k 4 7
YR ST, B2 T PharmMapper IR 55 2% S5 [1) 2555 4]
DRI , ek 2 AT R, e ik 1A S5 50 H 4 300,
DL mol2 #% 7 _I 4% 2] PharmMapper [t 55 % , 15 5.0 11
SO G YITE R SAE R
23 Abdh-Fe b M 4%HIE

W0 1507 TR 25 A6 & W 15 B AL & P
FE BUS A Cytoscape 3K H k4 HEAL A 7 — 0 55 X 2%
KL TEM 2 b 5 s ARG I B AR TR
Gy~ SR AH ELAE L OF F AT Cytoscape B T Y
Network Analyzer Lij 58 X fb. & 9 Fl § 45 2 47 20 B
Degree {H R, 15 RUEK
2.4 S gRAE K K IRHUE] Fe B8 TR

FIH GeneGards F1 CTD £ dls 2 i ¥ 4 5 00955 AH
KL A5, LL“coronary heart disease” A K5 2R 18] #E 47 K
F AL PR 5 0 0 AH G B R, & BRI 500 S A
R FARE S AR A, WO R S AR BB
25 A 1575 8588 Ja by il 6 7 ¥ b el

12215 B A& W SRR S 2.4 15 3 1) e O
o A DG 9o ML TS AR 8 4 VENNY 7R LR 3 A 4
PEAT I H, 158 25 0 5 05 0 e O i T R TR T
LIPS
2.6 HAEEIT R E M IGINF 5 M A M E PPLM %

eV AETR YT B0 S A STRING B8 2, 52 )
124 “Homo sapiens” , S B FUAH AR, ¥ 45 R O- A7
A TSV A& 2SO, BB TSV A% 28 S0 F: A Cytoscape X
PF BT AT ARAG 3B, AR R BE Y R/ NS B,
St Degree K /INAE AR, 15 s8R B0 (8 BETR Degree it
I, B4 2 Wt Combined score /84K, Combined
score {EEE i1 O , 44 PPT 2%
27 AAKBHBAZT B A RS HT

B 2.5 1% F B TEIR T AT DAVID 208
Hh, #E 47 KEGG 20 M fl GO 40 # , Rl 1E 2k = F &
OmicShare W ¥5 ¥ KEGG i #% 22 il bl < i K, H
Graphpad Prism 7.0 #fF2x 1 GO 23 B B B9 A= )~ it 7
(Biological Process, BP) 40} ZH Ji%i.(Cellular Component,
CC) F14r1IiHE (Molecular Function, MF) .
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®1 BLISHERUEYR:

&t KA 1ot % AR OB (%) DL  kR%#HH
MOL007064  przewalskin b 110.32 0.44 F+5
MOLO007132  (2R)-3—(3,4-dihydroxyphenyl)-2—[(Z)-3—(3,4-dihydroxyphenyl)acryloylJoxy—propionic acid 109.38 0.35 5
MOLO007140  (Z)-3—[2-[(E)-2—(3,4-dihydroxyphenyl)vinyl|-3,4~dihydroxy—phenyl]acrylic acid 88.54 0.26 F+5
MOLO01918  paeoniflorgenone 87.59 0.37 D]
MOL002997  3-(2-hydroxy—3,4-dimethoxyphenyl)~2H~-chromen-7-ol 86.18 0.27 4
MOL002999  Sativanone 85.63 0.27 4
MOL002939  (3R)-5'-Methoxyvestitol 83.06 0.26 B4
MOL002941  (3R)-3—(2,3~dihydroxy—4-methoxyphenyl)chroman—7,8—diol 82.35 0.27 M4
MOL003002  violanone 80.24 0.3 M4
MOL002966  Dalbergin 78.18 0.2 M4
MOLO07150  (6S)-6-hydroxy—1-methyl-6—methylol-8,9~dihydro—7H-naphtho[8,7-g|benzofuran—10,11-quinone 75.39 0.46 5
MOL002985  isoduartin 74.11 0.34 M4
MOL007058  formyltanshinone 73.44 0.42 5
MOLO003003  Xenognosin B 72.71 0.24 s
MOLO007120  miltionone Il 71.03 0.44 F+ A5
MOL002981  Duartin 70.63 0.34 M
MOL002961  (-)-Vestitol 70.29 0.21 M
MOL002975  butin 69.94 0.21 Lo
MOL000392  formononetin 69.67 0.21 Lo
MOL002950  (3R)-7.2'.3'~trihydroxy—4—methoxyisoflavan 69.65 0.24 Y4
MOL000433  FA 68.96 0.71 N#H
MOL002938  (3R)-4'-Methoxy-2',3,7—trihydroxyisoflavanone 68.86 0.27 %
MOLO07105  epidanshenspiroketallactone 68.27 0.31 J+5
MOL001925  paeoniflorin_qt 68.18 0.4 A
MOL002990  (6aR,11aR)-3,9,10-trimethoxy—6a,11a-dihydro—6H-benzofurano[3,2—c]chromen—4-ol 66.86 0.53 M
MOL002140  Perlolyrine 65.95 0.27 NE
MOL007016  Paeoniflorigenone 65.33 0.37 paEs]
MOL007155  (6S)-6—(hydroxymethyl)—1,6—dimethyl-8,9~dihydro—7H-naphtho[8,7—g]benzofuran-10,11-dione 65.26 0.45 5
MOL006996  1-o-beta—d—glucopyranosylpaeonisuffrone_qt 65.08 0.35 paks]
MOL007022  evofolinB 64.74 0.22 D]

VE HUARYE OB AALHE A7) 4T 30 /N8 AL a4

2.8 EhmabSiEkas Tk

O TR AR JE S T IR S 32 R4 HT Y Bl 5
BTSNy T B 5 S22 AR A W) K 1 AR EAE L e
A R S 5 SZ AR T A T A A TR] R R AR A DT
e (/o F A M. DA Uniprot 45 22 v 8 21 W 7E
O R B S B R AE D pdb 46 2K, R TCMSP %4
25 A AR A A 0k L A R IR, R BRAE A mol2 1‘%
2, RS B 1 A5 SO R A4 6 P i1 B
IGEMDICK # {4 i 47 53 1 X 4% uﬁﬁ%@)\%ﬁz
population size AN 200, Generation 4 70, number of
solutions 7 2, Default Setting “A Standart docking .

3 &R

11 5 75 7 s A4 oy M 2
i i TCMSP Kudls A £ 31 160 1455 OB > 30%

DL > 0.18 Z&F LW, o b PE2 654>, A7 ~7 294,
LLAE 220 = T4 B 3T A B EE WG

HAGE 150 MW o X 150 MG PSR AT 2
1 (paeoniflorgenone) . flf 3¢ fif (Sativanone) | B 1 1F
(Dalbergin) | # % 2 (baicalein) 55 , % 1L & Y109 OB
FIDLAEIZE 1.
3.2 A LA de B T

PharmMapper 7E & 53 #1451 24>

3.1 A

i 1] 2555 A
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1 BLlSHHEYD-EaMNEE
(GE: e Z AW A TGS, EERBATIEY, T EMK, Degree A X )

EYRLA

B2 B lSHUERSERSEORK
X EEFR A Venny

DLRCTT 148 ST 25 WAL s B R T A 3h Sk 5 A
A0 I 1 7345 F DG C i A2 1) 245 208 DA PR 40 D P T2
2 5470, AR Y PharmMapper S 15 14 #8155, , 3% DT fid
JEE N iR B, Bk 5 WU T+ A5, PharmMapper
WA S5 11 A HE 5 DrugBank 254 2 BLAE R 4P 72
K W £ 3 1 Fir A HE 208 A Uni Prot %0408 122, 8]
UniProtKB F ¥k i IA 48 s 15 B, , FR & # F 24 “Homo
sapiens” , R 4513 A J5HE SR HE AT B AR, JRACIE S B
B 7 % %K (official symbol) , SCHE #8455 Jm 45 2 176 4>
A B A W ATEE S (S B —TF A Cytoscape 4
TR AL 1R W 1. i K I T A
A — AL BT 24X AL A B RO R

Xf R — AL A, R0 57 B Z 5 240
JEyiOk R
3.3 S smAE R A R AL Fe 6 TR 5 RS T de
SR

F FH GeneGards Fl CTD %04 /% , DA “coronary heart
disease” MK B IR TR R , AR PEIE R -5 958005 1) AH 56 B
HEJF , 25 WCHT 500 A8 A5, 591 B 45 8 420 104 0 251 ) 15 2
645 L EE 1, B X 645 N0 SR A9 G 176 44
& [A] 5 A VENNY 752k 70 4, 15 3 S8 2 4 1 22
AL ILE 2,
3.4 B 03N T

SN ERERURC IRV -y e g S LIS
22 ANIEEAE R 5 T string BX A H A EE PP 2%, PR 5
P E A IAER L2 5 A Cytoscape B #EAT M 28 1 1
JEMES T, W2 K 3. AN 3 TR, PES - aR AT 2%t
XF 2O IUBREZE AR FH 1 08 72 8 25 11 PPLIM 48 A 224>
W T RE AR, P34 3458 FE 2 R 9.36, T X
BARKETE 1.2-1.7 Z ], 30 82 0 0.03, 1 R
KRN 0.7, BRI SN &1y a1,
S B (0 B ) A P R T AT 101, Ui B X
104> S AE 8 B AER 46 b A0 75 5, T RE R
O TS5 1R Y7 76 Do s 18 SRR
3.5 ABKBIEAZT B A IEB M

B 22 DA AEHD S A David B0 ZE HEAT GO 43 BT
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®2 BOLISHEERNARINEER

&G LR fe X0 4 P AR E AH P LENTC S REZH feX 04

MTOR 17 1.23809524 0.10133464 0.80769231 0.54411765 17
EGF 16 1.23809524 0.16554033 0.80769231 0.53333333 16
IGFIR 16 1.28571429 0.0922997 0.77777778 0.54166667 16
ABL1 16 1.23809524 0.07191021 0.80769231 0.58333333 16
SOD2 14 1.33333333 0.04242141 0.75 0.68131868 14
GSR 13 1.38095238 0.02925537 0.72413793 0.71794872 13
1L10 13 1.38095238 0.02114123 0.72413793 0.75641026 13
SOD1 12 1.42857143 0.01885854 0.7 0.77272727 12
PTGS2 11 1.52380952 0.00443122 0.65625 0.87272727 11
BMP2 10 1.52380952 0.01313859 0.65625 0.77777778 10
SDHA 9 1.66666667 0.01589169 0.6 0.75 9
PTGS1 8 1.66666667 0.0010582 0.6 0.92857143 8
TJP1 8 1.66666667 0 0.6 1 8
HFE 8 1.66666667 0.0962963 0.6 0.67857143 8
MEF2A 7 1.71428571 0.01573296 0.58333333 0.76190476 7
ACACB 7 1.76190476 7.94E-04 0.56756757 0.95238095 7
TNNC1 7 1.76190476 0.00746965 0.56756757 0.80952381 7
SCN5SA 4 2.04761905 0.00238095 0.48837209 0.66666667 4
CHKB 4 1.85714286 0 0.53846154 1 4
F13A1 3 1.95238095 0.00480726 0.51219512 0.66666667 3
F11 2 2.14285714 0 0.46666667 1 2
HGD 1 2.61904762 0 0.38181818 0 1

& B o HIKEGG 74T, 433 Bonferroni £ 1E P{H < 0.05,13:%1] 75

lez )i TP MY E R RE AL IR VR T 6 P A s —

, - f UL 2 R B RO TE T 13 A LR, 4

LRI AR AN ] B A0 RS AR AE 5 154 T OIEE L A

GsR VERA g L e 1 S e

2% PRI PESE ; DA K 8 Z8 M55l i, A 4% « i yed {5 o JH

‘ ' 2l FOXO {555 % T s | ErbB {5 53 i . AMPK {55538

@ e WAL S ST R PR R S R

W 22 S I, U B a0 1155 AT DA o 1 93X 2 A ik

’ 4 va PRI IR BV
3.6 4T XHEEIE
SCN5A

GE: P ERNE

3 BEHAR PP

AR & R B Degree /AL K > AL, B4 K Degree 14

KA & T LT R 6 Degree 1BLAR X 5 i1 64 4 49 R
Combined score 1 K /J» T 4L, 1 A%40 Combined score 18 K )

IGEMDOCK J& 3K FF U5 19 401 Xt F 4, — e
T35 P G 2 PR X 2 IGEMDOCKWﬂr‘B@ﬁ%Xﬂi
g5 LR DLRE I 1 S IR E & W 45 B RE R FIMT Y L B
WAL, LB T 52 R A W VE R T fg @tj:
I RAIF 5116 B 2 T A 68 R 40 1 5 WA T e O
YT R AN RN D FHS T T A B R T SR
TSP DA, AHF5E LA HE X BE 25 5 2
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LA FT23 R B 9 2 7% BUAE, 2547 LS 93 M e 201

GO:0006979~response to oxidative stress
GO0:0000187~activation of MAPK activity
GO0:004801 SE?hosghatld linositol-mediated signaling
0:001004 ~resgonse to manganese ion
GO:0002576~platelet degranulation
G0:0000303~response to superoxide
GO:0043065~8051t1ve regulation of apoptotic process
G0:0034465~response to carbon monoxide
3] GO:0098869~cellular oxidant detoxification
GO:0071000~response to magnetism
GO:0006749~glutathione metabolic process
. GO:0060048~cardiac muscle contraction
GO:0045429~positive re(%llatlon of nitric oxide biosynthetic process
GO:0 830

2~response to reactive oxygen species
:0008217~regulation of blood pressure
GO0:0055114~ox1dation-reduction process
G0:0042493~response to drug

0 0.002 0.004 0.006 0.008 0.010
Pvalue
CcC
G0:0031090~organelle membrane
GO:0070062~extracellular exosome
GO:0045177~a81ca1 art of cell
GO0O:0005901~caveola
GO:0031093~platelet alpha granule lumen
g GO0:0005759~mitochondrial matrix
5 GO0:0014704~intercalated disc
= G0:0043025~neuronal cell body
GO:0005576~extracellular region
GO0:0005829~cytosol
GO0:0005615~extracellular space
G0:0043209~myelin sheath
GO:0005739~mitochondrion

0 0.05 0.10 0.15
Pvalue

GO:0019901~protein kinase binding
GO0:0050660~flavin adenine dinucleotide binding
GO:0005102~receptor binding
GO:0042802~identical protein binding
GO:0030145~man§anese ion binding
G0:0046332~SMAD binding
GO0:0046872~metal jon binding
G0:0019904apr0te1n domain specific binding
0:0004601~peroxidase activity
GO:0005515~protein binding
GO:0008083~growth factor activity
G0:0039706~co-receptor binding
GO:0004713~protein tyrosine kinase activity
GO0:0004784~superoxide dismutase activity
GO:0004666~prostaglandin-endoperoxide synthase activity

Term

i

-

0.02 0.04 0.06 0.08
Pvalue

4 B SHAIBEOFRIERBE GO
(7% : & P BPAUIR3E P<0.01 ik 9942k A)

SOOI R A A e R, HEAR BT WRE RS o e S A W IR TROR

PEZEA LA, AE3X 22 A #L G A 45 fi i 19 2

GSR 5 Salvilenone 1 s ﬁ’%%%ifﬁiﬁﬂ@ 6. /l\ R ﬁ%{k%%@?ﬁ%%ﬁ(paeoniﬂorgenone)

it

(PCD) JEARZNIK I AR (ICSD 55 (HIX 86 T5 g A7 T M R BA LA A, BV PR A H 5t

T LA A BB 5 B A R i A R E S ] !, v =

GTE RGO O TR AT SRR B AL B A2 A O LA AR SR AR B G, i oAl

NAZIERAE I T BUE O B R R R B R

6
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RASRTT , BA A RN AR R FrASHedn 2500
XHEGR I 3, Rl A0 1577 5 224050 T 3070 S0 507 =265 56 O i — S 250 5, I IR

ABIFSE 8 3k TCMSP &4k 176 18 AT %Ak 54 150
VAR
(baicalein) . '} Z fi] 11 A (tanshinone iia) | #fit fz &
(quercetin) 55 . SIZH0"3 W AT 24 11 0 4b 34 A6 A AR K BR
SEE O DL AR O I AR, E TR I R T G A P B ARG U T R R A A B AR N K A R
I IR 1% V8 B2 3R 97 F BOA 4 BRIk B kA AR T AR B8 3T Sl i A Y- JULEAR ) 46 B O e 2 G
A WErE B IR SR . X LA S PR S A b
S I
505 X B Al G W PRIV X SR R RS T RL
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Top 10 of Pathway Enrichment

hsa04152:AMPK signaling pathway |

hsa05231:Choline metabolism in cancer |-

hsa04066:HIF-1 signaling pathway |-

hsa05215:Prostate cancer

Pathway

hsa04012:ErbB signaling pathway |-

hsa05214:Glioma [

GeneNumber
o .3
@4
@5
[ X3

Pvalue

0.04
0.03
0.02
0.01

hsa04068:FoxO signaling pathway | )
hsa05200:Pathways in cancer @)
0.02 0.03 0.04
RicihFactor

Es5 i 1 253 B OHERNKECC SiaHE

T S8 155 5 ¥R 7 968000 1Y) 22 VAR A 457
SR AT R X SR S AL R S 5 2R A Y o R .
BMP2. GSR. HGD . PTGS1, PTGS2, SDHA . SOD2 #
SOD1 [F 2 5 &k id 5 ) i , PTGS1 . PTGS2,SOD1 |
SOD2 H:[m] 4 il F 98 45, 1fif MTOR . PTGS2 1 SOD2 ]
Z 5 SR EY A G R IE R . 2R AR
EBH PTGS2 A LA i1 9 440 i ) 344 5 A4S | [
F 2 1 L A %) B Ak 5 AR Ak ) B AR T SOD 1. SOD2
SRR N EE PR, TR B AR 2 A
FE B, A TR IR TR Sk A RE AL, B
T A A I i VR TL10 J& — R B 2 A Pt R Al
G ZE VAT R, X B Y S D BE A A S B
BLRPE VR R X S A W 2t AR 48 5 S0 e 1 & AE AL
il 5, PRI a0 115 5 XA et 09 B AR FH AL
il AT e s s B L R R G

TEKEGG 7 M, 15 3] 8 253 i , 5 768 /0o AH 1)
WA 455,57 B FOXO 5555 Tl 1% ErbB {5 51
% HIF-1 1% 538 % F1 AMPK {5538 % . FOXOs #% 5%

HFAEHE 24 20 0 KXF 2 B A B 35
AL B A AR S S A R TR AR O L
FOXOs A 38 1175 5 B S8 A0 570 R 40 i A7 76 i 2 1 484k
ISR A AR 0 LA L A3, sl O L & 45 O A
RO, H Foxo [ BEE 1 00 1] 5 % 195 19 /076 £k T Ik
EL 200 A A R - g A A il IR R 1 R, e ILAE R
1 A T R FE SR AR ™. NRG L& —Fiobf 2298
W5 L BRI AL TR ErbBs 2 14 52 1A 1 2 1 U i
BT — RN 555 5 NRG1 S H ErbBs Z K5 5 &
GUAEAEH O RER Y B R B R h B e T AR
FHE HIF-1 2 05 SRR % s I FE g AR S R
P 2 P HH S S A ™, Wei ZEPOBIF 97 22 B HIF-1
JE DR R o 1 R B A i S O WLET 21 L0 LA
LA < JILE 400 i 7574 R AR LA L R T, 2
UEO S8 K A . AMPK 2 AR R 9 A S 4 i
it , BE VA T MLAAR OB L8 T L BR A AR, 4k e A i
AE RS, 2 HATIRYT A B ) — D EH B 7F
SR, AMPK ) 00 RE A% R AL IE e 1) JXURS: A
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R3 BEATERSSEMNENULENS FIEERE
Yo 5 PDB ‘ ¢ 5‘1:\» H ﬂ‘?ﬁ‘iﬁfﬂ‘]]
of | 5 & X2 Mo 2 AR oA AXTE
w#n  An
GSR 3DJG  MOLO007143 salvilenone [ -109.06 -106.45
PTGSI  5F19 MOLO007122 Miltirone -105.67 -103.14
HGD  3CKY MOLO007050 2-(4-hydroxy—3—methoxyphenyl)-5—(3—hydroxypropyl)-7-methoxy—3-benzofurancarboxaldehyde -96.26 ~ —-85.17
HFE I1A62 MOL007093 dan-shexinkum d -94.9 -82.21
SDHA  6C12 MOLO07085 Salvilenone -94.64  -109.36
SOD1  3GTT MOL007005 Albiflorin_qt -94.06 -78.53
CHKB  3FEG MOL000392 formononetin -93.95 -82.52
ACACB 4HQ6 MOL007119 miltionone | -93.44 -88.6
IL10 1LK3  MOLO007093 dan—shexinkum d -86.85 853
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PTGSA2 5F19 MOL007122 Miltirone -85.15  -81.63
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TNNCI1  3RV5 MOLO007063 przewalskin a =77.25 -65.51
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SeAT AN E AT RE . #7055 R B S kR AR A
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B AL O ML 80 A R P ZARGE CIESE AMPK B SHEARIAIREFISS G 1, 40 1 X e i 4 R o ik
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Mechanism Research of Guanxin I Prescription on Treating Coronary

Heart Disease Based on Systematic Pharmacology

Yang Wenna', Xu Wenhua', Xu Xiangmei', Chen Xuan', Zheng Jinghui’
(1. Guangxi University of traditional Chinese Medicine, Guangxi Nanning 530200; 2. Ruikang Hospital
affiliated to Guangxi University of traditional Chinese Medicine, Guangxi Nanning 530011)

Abstract: Objective to explore the mechanism of Guanxin ii prescription in the treatment of coronary heart disease
bysystematic pharmacology. Methods the effective chemical constituents of Guanxin II prescription were screened by
TCMSP database, and the effective chemical constituents were predicted by DrugBank database and Pharmmapper
server. GeneGards and CTD databases were used to screen the coronary heart disease related targets, and the disease
related targets were compared with the compound targets to obtain the intersection targets. The cross target genes were
analyzed by GO and KEGG using David online analysis tool, and the binding activity of target gene to active components
was verified by IGEMDOCK software. Results  a total of 150 active components were obtained, corresponding to 176
targetsand 22 targets related to coronary heart disease. The results of network analysis showed that the targets were
involved in the regulation of blood pressure, the positive regulation of nitric oxide biosynthesis, and the process of
glutathione metabolism. Cell composition of mitochondria, extracellular space, neuronal cell body, superoxide dismutase
activity, protein tyrosine kinase activity and other molecular functions; Regulation of FOXO signal transduction pathway,
ErbB signaling pathway, HIF-1 signal pathway and AMPK signaling pathway play a role in the treatment of coronary
heart disease. Conclusion in this study, the treatment of Guanxin Il prescription was preliminarily revealed from the
level of systematic pharmacology. The mechanism of coronary heart disease, Guanxin I prescription for coronary heart
disease has the characteristics of multi—component, multi-target and multi—-way, which provides a good theoretical basis
and new ideas for further research.

Keywords: systematic pharmacology, Guanxin i prescription, Coronary heart disease, Molecular docking, signal

pathway
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